
family

Proportional abundance

EU−250−06/10

EU−250−07/10

EU−250−11/10

EU−250−03/11

EU−250−07/11

EU−250−10/11

EU−250−04/12

EU−150−06/10

EU−150−07/10

EU−150−11/10

EU−150−03/11

EU−150−07/11

EU−150−10/11

EU−150−04/12

IsoCntl

0.0 0.2 0.4 0.6 0.8 1.0

k__Bacteria:p__Firmicutes:c__Clostridia:o__Clostridiales:f__Lachnospiraceae
k__Bacteria:p__Proteobacteria:c__Betaproteobacteria:o__Burkholderiales:f__Comamonadaceae

k__Bacteria:p__Proteobacteria:c__unclassified:o__unclassified:f__unclassified
k__Bacteria:p__Proteobacteria:c__Gammaproteobacteria:o__Pseudomonadales:f__Pseudomonadaceae

k__Bacteria:p__Proteobacteria:c__Gammaproteobacteria:o__unclassified:f__unclassified
k__Bacteria:p__Firmicutes:c__Bacilli:o__Lactobacillales:f__Streptococcaceae

k__Bacteria:p__Firmicutes:c__Clostridia:o__Clostridiales:f__Ruminococcaceae
k__Bacteria:p__Actinobacteria:c__Actinobacteria:o__Actinomycetales:f__Corynebacteriaceae

k__Bacteria:p__Bacteroidetes:c__Bacteroidia:o__Bacteroidales:f__RikenellaceaeII
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