OTUs

EU-250-06/10

EU-250-07/10

EU-250-11/10

samples

1707
6334
4569
4378
4352
2769
4774
555
4678
6408
3337
1663
757
4270
2111
4377
1394
2853
4517
7057
3975
7007
6637
7530
6145
10125
7259
4260
8553
7925
7075
10139
7680
6448
6485
9911
6351
4424

EU-250-03/11

EU-250-07/11

1549
8558

4113
4216
2691
2403

EU-250-10/11

6967
5975
7378
3484

8415

7192
8062

5855

4864

EU-250-04/12

75;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
499;Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_Family_XI._Incertae_Sedis;Finegoldia;Finegoldia_magna
1092;Bacteria;Proteobacteria;Alphaproteobacteria;Caulobacterales;Caulobacteraceae;unclassified;unclassified
149;Bacteria;Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified
556;Bacteria;Firmicutes;Clostridia;Clostridiales;Ruminococcaceae;unclassified;unclassified
885;Bacteria;Proteobacteria;unclassified;unclassified;unclassified;unclassified;unclassified
88;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
377;Bacteria;Bacteroidetes;Bacteroidia;Bacteroidales;Prevotellaceae;Prevotella;unclassified
557;Bacteria;Firmicutes;Clostridia;Clostridiales;unclassified;unclassified;unclassified
646;Bacteria;Actinobacteria;Actinobacteria;Actinomycetales;Corynebacteriaceae;Corynebacterium;unclassified
776;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
895;Bacteria;Proteobacteria;Deltaproteobacteria;Desulfobacterales;Nitrospinaceae;unclassified;unclassified
185;Bacteria;Proteobacteria;Epsilonproteobacteria;Campylobacterales;Campylobacteraceae;Campylobacter;unclassified
273;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
791;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
1002;Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_Family_XI._Incertae_Sedis;Anaerococcus;unclassified
1104;Bacteria;Actinobacteria;Actinobacteria;unclassified;unclassified;unclassified;unclassified
279;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
560;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
899;Bacteria;Firmicutes;Clostridia;Clostridiales;Clostridiales_Family_XI._Incertae_Sedis;Finegoldia;unclassified
981;Bacteria;Actinobacteria;Actinobacteria;Actinomycetales;Actinomycetaceae;unclassified;unclassified
36;Bacteria;Firmicutes;Bacilli;Lactobacillales;Enterococcaceae;Enterococcus;Enterococcus_faecalis
425;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
1200;Bacteria;Proteobacteria;Gammaproteobacteria;Enterobacteriales;Enterobacteriaceae;unclassified;unclassified
173;Bacteria;Firmicutes;Bacilli;Lactobacillales;Enterococcaceae;Enterococcus;unclassified
340;Bacteria;Proteobacteria;Gammaproteobacteria;unclassified;unclassified;unclassified;unclassified
612;Bacteria;Proteobacteria;Alphaproteobacteria;Rhizobiales;Rhizobiaceae;Rhizobium;unclassified
656;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
798;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
1089;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingomonas;unclassified
262;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
341;Bacteria;Firmicutes;Clostridia;Clostridiales;Lachnospiraceae;unclassified;unclassified
383;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingomonas;unclassified
657;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
1195;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;unclassified
382;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingomonas;unclassified
630;Bacteria;Proteobacteria;Alphaproteobacteria;Sphingomonadales;Sphingomonadaceae;Sphingobium;unclassified

415;Bacteria;Proteobacteria;Gammaproteobacteria;Pseudomonadales;Pseudomonadaceae;Pseudomonas;Pseudomonas_cedrina

2 -1 0 1 2
Row Z-Score



